Supplemental Table 2 . Relative real time RT-PCR quantification of B. fragilis fchA1 and fchA2 mRNAs in defined medium under different growth conditions.
Fold induction of B. fragilis fchA1 (BF638R_0018) and fchA2 (BF638R_2503) mRNA expression. Bacteria were grown in defined media containing 5 g/ml protoporphyrin IX (PpIX) supplemented with 100 M FeSO4 for iron replete conditions or 50 M 2,2-bipyridyl for iron limiting conditions as described previously (Rocha and Smith, 2004) . Media were also supplemented with 5 g/ml hemin for heme replete or 0.10 g/ml hemin for heme limiting conditions as described previously (Rocha et al., 1991) . Media containing 5 g/ml PpIX were also supplemented with 20 M bathophenanthroline disulfonic acid (BPS) and 10 M Fe(III)-ferrichrome (Fch) for ferric iron bound siderophore replete condition or 0.1 M Fe(III)-ferrichrome for ferric iron bound siderophore limiting conditions as described in the materials and methods section. Real-time RT-PCR using the primer sets mentioned below was carried out from total RNA isolated from bacteria grown to mid-log phase in defined media with different supplements as describe above. The 16S rRNA was used as reference to normalize gene expression to a housekeeping gene. The Ct values for fchA1and fchA2 mRNAs were normalized to the Ct of the 16S rRNA and the relative expression of the target genes in iron replete and iron limiting conditions were calculated by applying the 2 -CT method (Livak and Schmittgen, 2001 
